FILE 'CAPUTS' ENTERED AT 17:13:26 ON 11 JUL 2006 

E EISENBERG RONIT/AU 25 
LI 2 S (E3) 

E RAZ TAMAR/AU 25 
L2 15 S (E3) 

FILE 1 MEDLINE, EMBASE, BIOSIS, CAPLUS ' ENTERED AT 17:16:58 ON 11 JUL 2 006 

L3 9242 S (MAST (A) CELL) (S) DEGRANULAT I ON 

L4 10455 S (MAST (A) CELL) (S) DEGRANULAT? 

L5 891 S L4 (S) PEPTIDE? 

L6 132 S L4 (S) PEPTIDE? (S) (PREVENT? OR INHIBIT? OR SUPPRESS?) 

L7 71 DUP REM L6 (61 DUPLICATES REMOVED) 

L8 71 SORT L7 PY A 



Gapop 10.0 , Gapext 0.5 



Searched: 2589679 seqs , 457216429 residues 

Total number of hits satisfying chosen parameters: 859960 

Minimum DB seq length: 0 
Maximum DB seq length: 16 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 100 summaries 

Database : A_Geneseq_8 : * 

1: geneseqpl980s: * 
2: geneseqpl990s : * 
3: geneseqp2000s : * 
4: geneseqp2001s : * 
5: geneseqp2002s : * 
6: geneseqp2003as : * 
7: geneseqp2003bs: * 
8: • geneseqp2004s : * 
9: geneseqp2005s : * 
10: geneseqp2006s : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
AAR87629 

ID AAR87629 standard; peptide; 16 AA. 



XX 

AC AAR87629; 
XX 

DT 23-JUL-1996 (first entry) 
XX 

DE Signal peptide of K-FGF. 
XX 

KW Signal peptide; K-FGF; kaposi fibroblast growth factor; FGF; inhibition; 

KW growth factor; nuclear localisation sequence; growth regulation; p50; 

KW tumour cell; transcription factor; NF-kappaB; therapy. 
XX 

OS Synthetic. 
XX 

PN W09534295-A1. 
XX 

PD 21-DEC-1995. 
XX 

PF 13-JUN-1995; 95WO-US007539 . 
XX 

PR 13-JUN-1994; 94US-00258852 . 
XX 

PA (UYVA-) UNIV VANDERB I LT . 
XX 

PI Lin Y, Hawiger JJ; 
XX 

DR WPI; 1996-049396/05. 
XX 

PT Importing biologically active molecules ex vivo or in vivo into cells - 

PT useful in regulation of cell growth and inhibition of gene expression. 
XX 

PS Claim 5; Page 35; 47pp; English. 
XX 

CC This sequence represents the signal peptide of Kaposi fibroblast growth 

CC factor (K-FGF) . This sequence is an importation competent signal peptide 

CC (SP), and is used in the methods of the invention. These methods are 

CC designed to import a biologically active molecule (BAM) into a cell 

CC (either ex vivo or in vivo) . The methods comprise administering to the 

CC cell a complex comprising the BAM linked to an importation competent SP 

CC (such as this sequence), and thereby importing the BAM into the cell. The 

CC BAM-SP complex is optionally linked to a nuclear localisation sequence 

CC peptide (NLS) , to achieve importation into the nucleus of a cell. This 

CC method can be used to regulate the growth of a cell, e.g. tumour cells. 

CC Also, for inhibiting the expression of a gene. Genes regulated by a 

CC transcription factor such as NF-kappaB are inhibited by a complex 

CC comprising an SP linked to an NLS of the active p50 subunit of NF-kappaB. 

CC This method imports BAM's into a cell using mechanisms naturally occuring 

CC in cells, therby avoiding damaging the target cells. It can also be used 

CC to import molecules into large numbers of cells, including organs 
XX 

SQ Sequence 16 AA; 

Query Match 100.0%; Score 70; DB 2; Length 16; 
Best Local Similarity 100.0%; Pred. No. 0.0008; 

Matches 16; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 1 AAVALLPAVLLALLAP 16 

Illlllllllllllll 
Db 1 AAVALLPAVLLALLAP 16 



RESULT 2 
AAW37753 

ID AAW37753 standard; peptide; 16 AA. 
XX 

AC AAW37753; 
XX 

DT 20-JUL-1998 (first entry) 
XX 

DE Chimeric peptide 1. 
XX 

KW Chimeric peptide; signal peptide; ras gene product; mutation; 



KW leukaemic cell; bone marrow cell; transduction. 
XX 

OS Synthetic. 
XX 

PN US5736394-A. 
XX 

PD 07-APR-1998. 
XX 

PF 03-MAY-1996; 96US-00642493 . 
XX 

PR 03-MAY-1996; 96US-00642493 . 
XX 

PA (BOST-) BOSTON BIOMEDICAL RES INST. 
XX 

PI Coleman PS, Sheldon K; 
XX 

DR WPI; 1998-239216/21. 
XX 

PT Cellular uptake of specific modified peptide (s) - useful for covalent 

PT bonding to, and inactivation of intracellular proteins. ♦ 
XX 

PS Disclosure; Col 3; llpp; English. 
XX 

CC This amino acid sequence is of a chimeric peptide comprising a known 

CC signal peptide, and is used in the method of invention as a way of 

CC introducing a peptide into a cell. They are also useful for specifically 

CC covalently binding a peptide to a target protein in a cell and 

CC irreversibly block a binding site on the protein e.g. the peptide can be 

CC used to inactivate the ras gene product which is mutated in leukaemic 

CC cells and essential for survival, but not essential in normal bone marrow 

CC cells. It can also be used to deduce the role of different proteins in 

CC signal transduction pathways by systematically inactivating them and 

CC seeing the resultant effects 

XX 

SQ Sequence 16 AA; 

Query Match 100.0%; Score 70; DB 2; Length 16; 
Best Local Similarity 100.0%; Pred. No. 0.0008; 

Matches 16; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 1 AAVALLPAVLLALLAP 16 

IMIIIIIMIIIIII 
Db 1 AAVALLPAVLLALLAP 16 



RESULT 3 
AAW56394 

ID AAW56394 standard; peptide; 16 AA. 
XX 

AC AAW56394; 
XX 

DT 05-AUG-1998 (first entry) 
XX 

DE MEM polypeptide used to inhibit kappa-Ig light chain expression. 
XX 

KW SV40MEM polypeptide; signal peptide; fibroblast growth factor; 

KW SV40 large antigen; nuclear localisation signal; NLS; 

KW immunosuppressive activity; inhibition; nuclear translocation inhibitor; 

KW kappa immunoglobulin light chain expression; S. typhosa LPS; 

KW nuclear translocation; treatment; immune disorder; autoimmune disease; 

KW hypersensitivity; sepsis; prevention; septic shock; antiviral agent; 

KW tumour growth suppressor; MEM. 

XX 

OS Synthetic. 
XX 

PN WO9811907-A1 . 
XX 

PD 26-MAR-1998. 
XX 

PF 15-SEP-1997; 97WO-US016217 . 
XX 



PR 20-SEP-1996; 96US-002 6978P . 

PR 12-SEP-1997; 97US-0092 8958 . 
XX 

PA (BRIM ) BRISTOL-MYERS SQUIBB CO. 
XX 

PI Nadler SG, Cleaveland JS, Blake J, Haffar OK; 
XX 

DR WPI; 1998-217028/19. 
XX 

PT Nuclear translocation inhibitor polypeptides - comprising signal sequence 

PT for delivery through the cytoplasmic membrane and at least 2 nuclear 

PT localisation sequences. 
XX 

PS Example 3; Page 31; 69pp; English. 
XX 

CC The present sequence represents the MEM polypeptide, which contains the 

CC signal sequence of fibroblast growth factor. The immunosuppressive 

CC activity of this peptide was compared with that of the SV40MEM 

CC polypeptide (see AAW56391) . The SV40MEM polypeptide causes approximately 

CC 7 5-80% inhibition of kappa immunoglobulin (Ig) light chain expression in 

CC response to S. typhosa LPS. L- and D-forms of the SV40MEM peptide are 

CC equally effective. The SV40MEM polypeptide exemplifies the nuclear 

CC translocation inhibitor polypeptide of the invention. Nuclear 

CC translocation inhibitor polypeptides comprise a signal sequence peptide 

CC capable of delivering the polypeptide through the cytoplasmic membrane 

CC into a cell, and at least 2 nuclear localisation sequences (NLSs) . The 

CC polypeptides can be used to inhibit nuclear translocation of a cellular 

CC protein. In addition, since the nuclear translocation of certain cellular 

CC peptides is required for the host organism to mount an immune response, 

CC the polypeptide inhibitors are useful as immunosuppression agents. The 

CC polypeptides can therefore be used for the treatment of immune disorders 

CC including autoimmune diseases. The polypeptides can also be used for 

CC treating physical symptoms manifested by responses to allergens which can 

CC initiate a state of hypersensitivity, for the treatment of sepsis and in 

CC the prevention of septic shock, antiviral agents, tumour growth 

CC suppressors, and for transcriptionally modulating the expression of 

CC cellular genes 

XX 

SQ Sequence 16 AA; 

Query Match 100.0%; Score 70; DB 2; Length 16; 
Best Local Similarity 100.0%; Pred. No. 0.0008; 

Matches 16; Conservative 0; Mismatches 0; Indels 0; Gaps 0 



Qy 1 AAVALLPAVLLALLAP 16 

Illlllllllllllll 
Db 1 AAVALLPAVLLALLAP 16 



